
                     10        20        30        40        50        60        70        80        90       100       110       120       130       140       150       160       170       180       190       
200                             
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
AK069889.q  MPLTLRARASWSPQASVMPTWWKRS~~~~~~~KS~~~AFQRSSAVSSAPASPARASTSSCAAPGRRSAAGRCADDAGGLLLARRRQLTRQRKLRHVDDIGVGLESLGLVVANSSPPPRGRASTSAAVGH~~~~PVSIPIARSASSAEFR~~~~~~~~~AVHQPPPRAATAASPVLLP~LPLPSPKPVESDTS~~~~~~~~ 
AK068541.q  ~~~~~~~~~~~~~~~~~~MRWWKRS~~~~~~~VSPSPSPSSSSASASTPASPARASTSRVGG~GVPSRRRDVVGFGWGGGSDPQPRLTRQRRLRHVDDIEVGVSALGLDSSPSPAAPSSCPSSRDSVGFGLLTASSTPISRTASNMEVAPPRSSSSPVLLPHPLPLPDEGDSPCRGSGRSLPSPKLFEGDCNGSAVESNL 
18425121.p  ~~~~~~~~~~~~~~~~~~MRWLP~~~~~~~~~~~~~~~QISFSSPSSSPSSSLKPVASYSES~PDPDRNQDRDRFHRRLFRFNRGRLTRQRKLRHLTDDDVLLGERRASTSSSTFDSGLTRSPS~~~~~~~~~~AFTAVPRSPS~~~~~~~~~~~~~~AVPLPLP~~~~~~~~~~~~~LPLPEVAGIRNAAN~~~~~~~~ 
24410013.q  ~~~~~~~~~~~~~~~~~MPLGWLRR~~~~KWRRRRDKPAGDAAAASTTATSPRDSVDLGGTSAYPSACASPSSTTPTPTRWGAGASAVPP~RCPGPQDQHHGLPLPRPVSKSAPMPLASPAAAPPSPSPP~~~~~~~~~~~~~~~~~~~~~~~~~~ACASAAESVSGG~~SSSDDEADHRNYRYTDPVVHTSG~~~~~~~ 
AK068725.q  ~~~~~~~~~~~~~~~~~MPAWWPRK~~~~SRSKAKGVGKPPGAGAASAASSPRKSLDLVDLSASPSVTPRAREKARSLDSPSAAAPRHGGGRCGGGFG~EVGYKLPVPVGDAGPGGQGQGQEPELEPAPVRFEEN~~~~~~~~~~~~GDVVGGVAGDASSEELSVCSH~~DSSDEATDQQVCRSTDPASFVRG~~~~~~~ 
6979318e.q  ~~~~~~~~~~~~~~~~~MPAWWKRG~~~~KGKKGKG~~~~~GSAAAGEEEEGRRKAGSFDEALLAGKQSREEKEVVVV~~~~~~~~~~~~~~~~~~~~~~~GHPLPRPASLPAPSAASSSAAGSAS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ASSAGSSSLGSS~~AASDEPPDLGTYRVPDASYVLPG~~~~~~~ 
30695537.p  ~~~~~~~~~~~~~~~~~MPTWWGRK~~~~SCKNKDD~~~~NHRGIISTDRDIKSSAVVVDPPLTPTRGGTPRCSREFAGASSAFSGFDSD~~~~~~STEKKGHPLPRPLLSPVSIHHQDHVSGSTS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GSTSVSSVSSS~~GSADDQSQLVASRGRGDVKFNVA~~~~~~~ 
18404528.p  ~~~~~~~~~~~~~~~~~MPTWWGRK~~~~SCKNKDD~~~~NHRGIISTDRDIKSSAVVVDPPLTPTRGGTPRCSREFAGASSAFSGFDSD~~~~~~STEKKGHPLPRPLLSPVSIHHQDHVSGSTS~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~GSTSVSSVSSS~~GSADDQSQLVASRGRGDVKFNVA~~~~~~~ 
AK065413.q  ~~~~~~~~~~~~~~~~~MPPWWGKSFSKDAKKTTKENLIDTFHRLIS~PNDQKGSTKSKRSCRRGNDSSVEKSCRSTTVSRPTSPSKEVSRCQSFSADRPHAHPLPIPGVRPPVTRTVSDITES~KPILEKRGKPPLLLPLPKPNRPPRRHGNSEVFSEIVVASPSSN~CSDSDDHGDSQLQSPVGNDAENATLVTLKNK 
AK073040.q  ~~~~~~~~~~~~~~~~~MPPWWGKSSSKEVKKTAKENLIDTFHRLLS~PNEQKGRTKSRGNRRHSKDPTAEKGCWSTAQSRSASPSKEVSRCQSFAAARAHAQPLPLPRSRAMVARTASDITES~KVVLEKRGKG~QQLPLPTTNWVKERPETTEPVAELSTASISSHGSIDSDDPGDLRLQGPVANDTDNVAKVATTGN 
15222512.p  ~~~~~~~~~~~~~~~~~~MPWWSKS~KDEKKKTNKESIIDAFNRKLGFASEDRSSGRSRKSRRRRDEIVSERGAISRLPSRSPSPSTRVSRCQSFAE~RSPAVPLPRPIVRPHVTSTDSGMNGSQRPGLDANLKP~SWLPLPKPHGATSIPDNTGAEPDFATASVSSG~SSVGDIPSDS~LLSPLASDCENGNRTPVNIS 
1f3m_Paka   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
 
                    210       220       230       240       250       260       270       280       290       300       310       320       330       340       350       360       370       380       390       
400                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
AK069889.q  ~~EPDVGGERAT~~~RVTSQIVQNFPDNNNNLPDNSSKRTTTSSHHRKVFREKFQDKSSTETANFRLNIPAKSAPSSGFSSPVCSPRRFSN~AEY~~TTPTAQGPQAWSAP~~~~~~~~~~~~SVRSVDSMAT~SSPRISPEIYTGVTEQSTFSNSLRSPILMSKNSSAPP~~~~~SPLHPKLFP~~~ENNMSRIEGNGN 
AK068541.q  LGVSEIGSDRASLFPRVMAKTVQKNPEHG~DLRSNGTN~GINCGQRRKAFKEKLQDKSSAETLTFRLNIPAKSAPSSGFSSPVQSPRRLSS~VDFLSTATSTQGANLSSAQ~~~~~~~~~~~~SVWSPDLYGS~SPRCASPEKIMGSQERSPRSSPLRSPVLRSKNPSAPP~~~~~SPMHPKLFP~~~ENHVSRPEGNGS 
18425121.p  ~~~~ARGLDDRD~~~RDPERLISDRTSSGPPLTS~~VNGGFARDSRKATENSSYQDFSPRNRNGYWVNIPTMSAPTSPYMSPVPSPQRKSTGHDLPFFYLPPKSNQAWSAPDMPLDTSGLPPPAFYDITAFSTDNSPIHSPQPRSPRKQIRSPQPSRPSSPLHSVDSSAPPRDSVSSPLHPRLST~~~DVTNGRRD~~~C 
24410013.q  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RTVLPDG~~HNGMVEEKRFVSC~~~~GILQEHQKFFEVPIANVNEVHHMQIFEPSTS~~~~~~~~~~~~~~~~ESSY~~~~~~~~~~~~~~SRGRMLPEDTFAVRPRSHSPGPRG~HAY~SA~~CCARDFGFTPRSPVKRMDD~PR 
AK068725.q  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RNMPSDS~~HKILNEDNHFMSY~~~~SMPREHRKFFEVPVTNMGELH~LHCDDLSTS~~~~~~~~~~~~~~~~ETS~~~~~~~~~~~~~~~SRGRMLPEDFLAPRTRSLSPGPKG~HTF~AVNNVNSREFGFSPRSPVKMMDG~LK 
6979318e.q  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~RTLAIDSRRQNLAVEEGRFFAN~~~~NQGLEHPRLSETSVSPRKESY~LHNLDLSND~~~~~~~~~~~~~~~~RTAY~~~~~~~~~~~~~~CHGRKSTEIVFSTRVPISPPGSKGQIPC~PTSPVQSRAFGQCPGSPTARQDD~SR 
30695537.p  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~AAPRSPE~~~RVSPKAATITTR~~~~PTSPRHQRLSGVVS~~~~~~~~~~~LESSTG~~~~~~~~~~~~~~~~RND~~~~~~~~~~~~~~~~DGRSSSECHPLPRPPTSPTSPSA~~~~~~~~~VHGSRIG~~~~~~~~~~~~~~~ 
18404528.p  ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~AAPRSPE~~~RVSPKAATITTR~~~~PTSPRHQRLSGVVS~~~~~~~~~~~LESSTG~~~~~~~~~~~~~~~~RND~~~~~~~~~~~~~~~~DGRSSSECHPLPRPPTSPTSPSA~~~~~~~~~VHGSRIG~~~~~~~~~~~~~~~ 
AK065413.q  SSNARKECPGPITAKNMKEIHRPANQVHGSHILSTSPRG~VAADSYQSNLQNP~RPLVLDSAPNSLMSSPSRSPRR~ICPDHIPTSAFWAVKPHTDVTFVGSGQCSSPGSG~~~~~~~~~~~~~~~~QTSGHNSVGGDMLAQLFWQPSRSSPECSPIPSPRMTSPGPSSRVHSGSVSPLHPRSGGMAPESPTNRHDDGKK 
AK073040.q  SSVVHKECSSAITRKGTKEVTMPTNAFLSNQILSTSPRGTVVADSYQSNLQNS~RKVVLDSAPNSVMSSPSRSPRI~LCPDQIPSSAFWAVKPHTDVTFVGSAQCSSPGSG~~~~~~~~~~~~~~~~QTSGHNSVGGDMLAQLFWQPSRGSPECSPIPSPRMTSPGPSSRVHSGSVSPLHPRAGGMAPESPTRRLDEGKR 
15222512.p  SRDQSMHSN~~~~~KNSAEMFKPVP~~NKNRILSASPRR~RPLGTHVKNLQIPQRDLVLCSAPDSLLSSPSRSPMRSFIPDQVSNHGLLISKPYSDVSLLGSGQCSSPGSG~~~~~~~~~~~~~~~~YNSGNNSIGGDMATQLFWPQSRCSPECSPVPSPRMTSPGPSSRIQSGAVTPLHPRAGGSTTGSPTRRLDD~NR 
1f3m_Paka   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~SDEEILEKLRSIVSVGDPKK~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~ 
 
                    410       420       430       440       450       460       470       480       490       500       510       520       530       540       550       560       570       580       590       
600                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
AK069889.q  VSFHPLPRPPGAIN~~~~~~~~~SMQTSIVN~~~QSAPKVEMPSVAGQWQKGRLLGSGTFGCVYEATNRQTGALCAMKEVNIIPDDAKSAESLKQLEQEIKFLSQFKHENIVQYYGSDTF~~~~~~~~~~~~~~~EDRFYIYLEYVHPGSINKYVKQHYGAMTESVVRNFTRHILRGLAFLHGQKIMHRDIKGANLLVDV 
AK068541.q  VNFHPLPLPPASVS~~~~~~~~~PKQTNFSH~~~QPVPKVDAPSMAGQWQKGKLIGSGTFGCVYEAANRHTGALCAMKEVNIIPDDAKSAESLKQLEQEIKFLSQFKHENIVQYYGSEYI~~~~~~~~~~~~~~~EDRFYIYLEYVHPGSINKYVNQHCGAMTESVIRSFTRHILKGLAFLHSQKIMHRDIKGANLLVDV 
18425121.p  CNVHPLPLPPGATC~~~~~~~~~SSSSAASVPSPQAPLKLDSFPMNSQWKKGKLIGRGTFGSVYVASNSETGALCAMKEVELFPDDPKSAECIKQLEQEIKLLSNLQHPNIVQYFGSETV~~~~~~~~~~~~~~~EDRFFIYLEYVHPGSINKYIRDHCGTMTESVVRNFTRHILSGLAYLHNKKTVHRDIKGANLLVDA 
24410013.q  SPSQPLPLPPVPVA~~~~~~~SSSIPSSSITSS~~~~~~~~~~QFQSQWKRGKLLGSGTFGQVYLGFNSENGQFCAIKEVQVFLDDSHSKERLRQLNQEIDMLKQLSHQNIVQYYGSELFSLSFGLPNLNNFEQADEALSIYLEYVSGGSIHKLLREYG~PFKEPVIRNYTRQILSGLAYLHGRNTVHRDIKGANILVGP 
AK068725.q  SPPHPLPLPPGPAT~~~~~~~CSPLPPSPTAYSPHPLGPTTCLQSESQWKKGKLLGSGTFGQVYLGFNSENGQFCAIKEVQVISDDPHSKERLKQLNQEIDMLRQLSHPNIVQYYGSEMT~~~~~~~~~~~~~~~DDALSIYLEFVSGGSIHKLLREYG~PFKEPVIRNYTGQILSGLAYLHGRNTVHRDIKGANILVGP 
6979318e.q  SSSSPHPLPRPPG~~~~~~~~~SPCSSSRVVSS~~~~~~~~~~~~~~QWKKGKLLGSGTFGQVYQGFNSEGGQMCAIKEVKVISDDSNSKECLRQLHQEIVLLSQLSHPNIVQYYGSDLS~~~~~~~~~~~~~~~SETLSVYLEYVSGGSIHKLLQEYG~AFGEAVLRNYTAQILSGLAYLHGRNTVHRDIKGANILVDP 
30695537.p  ~~~~~~~~~~~~~~~~~~~~~~GGYETSPSGFS~~~~~~~~~~~~~~TWKKGKFLGSGTFGQVYLGFNSEKGKMCAIKEVKVISDDQTSKECLKQLNQEINLLNQLCHPNIVQYYGSELS~~~~~~~~~~~~~~~EETLSVYLEYVSGGSIHKLLKDYG~SFTEPVIQNYTRQILAGLAYLHGRNTVHRDIKGANILVDP 
18404528.p  ~~~~~~~~~~~~~~~~~~~~~~GGYETSPSGFS~~~~~~~~~~~~~~TWKKGKFLGSGTFGQVYLGFNSEKGKMCAIKEVKVISDDQTSKECLKQLNQEINLLNQLCHPNIVQYYGSELS~~~~~~~~~~~~~~~EETLSVYLEYVSGGSIHKLLKDYG~SFTEPVIQNYTRQILAGLAYLHGRNTVHRDIKGANILVDP 
AK065413.q  KQTHKLPIPPLSIS~HSSFHPNNSTPTSPISVPRSPGRTENPPSPGSRWKKGKLIGRGTFGHVYVGFNSDSGEMCAMKEVTLFLDDPKSKESAKQLGQEISLLSRLQHPNIVQYYGSETV~~~~~~~~~~~~~~~DDKLYIYLEYVSGGSIHKLLQEYG~QLGEQAIRSYTQQILSGLAYLHAKNTVHRDIKGANILVDP 
AK073040.q  KQTHRLPLPPLSICNNSTFLPNNSTPTSPISH~~SPGRVENPTSPGSRWKKGKLVGRGTFGHVYIGFNSDKGEMCAMKEVTLFSDDPKSKESAKQLCQEILLLNRLQHPNIVRYYGSEMV~~~~~~~~~~~~~~~DDKLYIYLEYVSGGSIHKLLQEYG~QFGEPAIRSYTKQILLGLAYLHAKNTVHRDIKGANILVDP 
15222512.p  QQSHRLPLPPLLISNTCPFSPTYSAATSPSVP~RSPARAEATVSPGSRWKKGRLLGMGSFGHVYLGFNSESGEMCAMKEVTLCSDDPKSRESAQQLGQEISVLSRLRHQNIVQYYGSETV~~~~~~~~~~~~~~~DDKLYIYLEYVSGGSIYKLLQEYG~QFGENAIRNYTQQILSGLAYLHAKNTVHRDIKGANILVDP 
1f3m_Paka   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~KYTRFEKIGQGASGTVYTAMDVATGQEVAIRQMNLQQQPKK~~~~~ELIINEILVMRENKNPNIVNYLDSYLVG~~~~~~~~~~~~~~~DELWVVMEYLAGGSLTDVVTETC~~MDEGQIAAVCRECLQALEFLHSNQVIHRDIKSDNILLGM 
 
                    610       620       630       640       650       660       670       680       690       700       710       720       730       740       750       760       770       780       790       
800                    
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....| 
AK069889.q  SGVVKLADFGMAKHLS~TAAPNLSLKGTPYWMAPEMVQATLNKDVG~~YDLAVDIWSLGCTIIEMFNGKPPWSDLEGPAAMFRVL~HKD~~PPIPDNLSHEGKDFLQFCFKRNPAERPTASELLEHPFIRNSSHYNKHGSI~~~~~~~~HSFAGIKSNDNNNGNGSRDKAASKSDSCVKGK~~ITVGEPTNARP~~~~~~ 
AK068541.q  NGVVKLADFGMAKHLS~TAAPNLSLKGTPYWMAPEVVQATLVKDVG~~YDLAVDIWSLGCTIIEMFTGKPPWSGLEGPAAMFKVL~HKD~~PSIPDSLSPEGKEFLRCCFRRNPAERPTASKLLEHPFVHNSNNFNQHSAL~~~~~~~~HSPTGLKSTDT~~GHNARDKKSCKIVSCMRGKNMITTGETSSARSP~~~~~ 
18425121.p  SGVVKLADFGMAKHLT~GQRADLSLKGSPYWMAPELMQAVMQKDSNPDLAFAVDIWSLGCTIIEMFTGKPPWSEFEGAAAMFKVM~RDS~~PPIPESMSPEGKDFLRLCFQRNPAERPTASMLLEHRFLKNSLQPTSPSNS~~~~~~~~DVSQLFNGMNITEPSSRREKPNFKLDQVPRARN~MTSSESESGQQ~~~~~~ 
24410013.q  NGEVKLADFGMAKHVT~SFAEIRSFRGSPYWMAPEVVMNNKG~~~~~~YNLAVDIWSLGCTIIEMATAKHPWYPYEDVAAIFKIA~NSKDIPEIPDCFSKEGKDFLSLCLKRDPVQRPSAASLLGHPFVHDHQAVRAPTCNGTQLRNGISSPAASHRKPNRESSSRRNIAPLHGIAGLSAREFAGFSTAYPSPHN~~~TS 
AK068725.q  NGEVKLADFGMAKHIS~SFAEIRSFKGSPYWMAPEVIMNGRG~~~~~~YHLPVDIWSLGCTIIEMATAKPPWHKYEGVAAIFKIA~NSKEIPEIPDSFSEEGKSFLQMCLKRDPASRFTATQLMDHPFVQDHPAVRAAKSG~~ALRNAFAPADGTHTTSNREFS~RKSITPLKDIG~VSARDFTGFSTAVPSPH~~~~TA 
6979318e.q  NGDIKLADFGMAKHIS~AHTSIKSFKGSPYWMAPEVIMNTNG~~~~~~YSLSVDIWSLGCTIIEMATARPPWIQYEGVAAIFKIG~NSKDIPDIPDHLSFEAKNFLKLCLQRDPAARPTAAQLMEHPFVKDLVANRSFRSG~~MTRDTFPTSFDGKGAMVQTSN~~RSLSPLRDPD~LTMRNLQVPTSAIPSISTRRISA 
30695537.p  NGEIKLADFGMAKHVT~AFSTMLSFKGSPYWMAPEVVMSQNG~~~~~~YTHAVDIWSLGCTILEMATSKPPWSQFEGVAAIFKIG~NSKDTPEIPDHLSNDAKNFIRLCLQRNPTVRPTASQLLEHPFLRN~~TTRVASTS~~~LPKDFPP~~~~~RSYDGNFSLP~TREPYPGRLSHDNYAKQPLSRTIKSPSR~~~~~ 
18404528.p  NGEIKLADFGMAKHVT~AFSTMLSFKGSPYWMAPEVVMSQNG~~~~~~YTHAVDIWSLGCTILEMATSKPPWSQFEGVAAIFKIG~NSKDTPEIPDHLSNDAKNFIRLCLQRNPTVRPTASQLLEHPFLRN~~TTRVASTS~~~LPKDFPP~~~~~RSYDGNFSLQPTREPYPGRLSHDNYAKQPLSRTIKSPSR~~~~~ 
AK065413.q  SGRVKLADFGMAKHIN~GQQCPFSFKGSPYWMAPEVIKNSNG~~~~~~CNLAVDIWSLGCTVLEMATSKPPWSQYEGIAAMFKIG~NSKELPPIPDHLSEPGKDFIRKCLQRDPSQRPTAMELLQHPFVQKAVSLEKSVLS~~~~~~~EPLEHLAVISCRSSAKMAAHTRNISSLGLEGQTIYQRRGAKFSSKHS~~~~~ 
AK073040.q  NGRVKLADFGMAKHIN~GQQCAFSFKGSPYWMAPEVIKNSNG~~~~~~CNLAVDIWSLGCTVLEMATSKPPWSQYEGIAAVFKIG~NSKELPPIPDHLSEEGRDFIRQCLQRNPSSRPTAVDLLQHSFIRNASPLEKS~LS~~~~~~~DPLLQLSTTSCKPDLKVVGHARNMSSLGLEGQSIYQRRAAKFSSVHS~~~~~ 
15222512.p  HGRVKVADFGMAKHIT~AQSGPLSFKGSPYWMAPEVIKNSNG~~~~~~SNLAVDIWSLGCTVLEMATTKPPWSQYEGVPAMFKIG~NSKELPDIPDHLSEEGKDFVRKCLQRNPANRPTAAQLLDHAFVRNVMPMERPIVSG~~~~~~EPAEAMNVASSTMRSLDIGHARSLPCLDSEDATNYQQKGLKHGSGFS~~~~~ 
1f3m_Paka   DGSVKLTDFGFCAQITPEQSKRSTMVGTPYWMAPEVVTRKAYG~~~~~~~PKVDIWSLGIMAIEMIEGEPPYLNENPLRALYLIATNGTPELQNPEKLSAIFRDFLNRCLDMDVEKRGSAKELLQHQFLKIAKPLSSLTPL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~IAAAKEATKNNH~~~~~~ 
 
                    810       820       830       840       850       860       870       880       890       900       910       920       930       940       950       960       970                 
            ....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|....|.... 
AK069889.q  ~~~~~SESSAFRLTPLSIQEVAPNFSSRPLGLTSNPSPSANLVNTVYFPIANSQRSPLPRPNEKEALF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
AK068541.q  ~~GSLSNRVAVGLTALPNLETR~SLSPTPMSLRSSPG~SAAHTPSMHFSIAYHQPSPLPRPNGKEAINLF~~~~~~~~~~~TLKHDELPT~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
18425121.p  ~~~~~QQQQQYRSPDLTGTVNR~~LSPR~STLEAIPSPCPSQRP~~~~~~~~KPSSSDRRRTGVTSDHL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
24410013.q  SSPTAVRANMSLPVSPCSSPLRQFKQSNWSCLPSPTHPALSPGLSAAAYPNNPLQNQSRRSAAVPDPWLE~~~~~~~~~~LSQPRPPSPYGSPK~RF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
AK068725.q  SPISVVRTNMSLPVSPCSSPLRQFKQSNWSCLPSPPHPTFSNGATSYNLSS~YMMNETRRIPTISDTWQD~~~~~~~~~~ISQLKVQSPYGSPK~RF~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
6979318e.q  INPSNVRMNMSLPVSPCSSPLRQYRQSNRSCMPSPPHPAYSAGAANYSPINNALYPK~RPSNHVPDPWLE~~~~~~~~~~ISQLKAP~PFDSPR~RL~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
30695537.p  ~~~ENVRAITSLPVSPCSSPLRQLGPAYKSCFLSPPHPSYAFPGQDSGYNLAEFAAS~~PFRMKKDAMME~~~~~~~~~~PSSFRTQTPNSPLRSRLV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
18404528.p  ~~~ENVRAITSLPVSPCSSPLRQLGPAYKSCFLSPPHPSYAFPGQDSGYNLAEFAAS~~PFRMKKDAMME~~~~~~~~~~PSSFRTQTPNSPLRSRLV~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
AK065413.q  ~~DIRIRSNISCPVSPCGSPLLKSRSPQHSNGRMSPSPISSPRTTSGTSTPLSGGNGAIPFNHLKQSTYSNEGFAIPSRSPDDLFASRPTDPDLGQFIRVHQVSQGLQERVVSEADILSPQFGKR~LGNVFDLRDKLSPSERFTHHAFVDHVKLNPSLDLTSGSPHLGLKHGN~  
AK073040.q  ~~DIHVRSYISCPVSPCGSPHLRSRSPQHQNGIMSPSPISSPRTTSGASTPLTGGNGAIPFNHARHLAYNNEGFTITSRCLDEPLPNQPPDPVLGRFVRVKQPSLGFQERAVPEADILSPQFGRMGHVSVWNLHDKPLPSEHASQKGFEDRVKLKPPLDLRSGPPHLGCNHGH~  
15222512.p  ~~ISQSPRNMSCPISPVGSPIFHSHSP~HISGRRSPSPISSPHALSGSSTPLTGCGGAIPFHHQRQTTVNFLHEGIGSSRSPGSGGNFYTNSFFQEPSRQQDRSR~~~SSPRTPPHVFWDNNGSIQPGYNWNKDNQPVLSDHVSQQLLSEHLKLK~SLDLRPGFSTPGSTNRGP  
1f3m_Paka   ~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~~  
 


